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Accession

Probe Sequence

gAggAgggCAgCAAACEggAAgAGTCTTCCTTTACEgTAAT ctegeccttgetcaccat
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACETAAT caccaccccggtgaacag
gAggAgggCAgCAAACEggAAgAGTCTTCCTTTACEgTAATtccagetcgaccaggatg
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACEgTAATgtgg cgtttacgtcge
gAggAgggCAgCAAACEEgAAgAGTCTTCCTTTACEgTAAT ctegecggacacgctgaa
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACEgTAATaggtggcatcgeecteg
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACgTAATacttcagggtcagcettge
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACETAAT cttgecggtggtgcagat
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACEgTAATgtgggccagggcacgggce
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACEgTAATagecgaaggtggtcacga
gAggAgggCAgCAAACEEgAAgAgTCTTCCTTTACEgTAATggcgaagcactgcaggec
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACEgTAAT tcatgtggtcggggtag
gAggAgggCAgCAAACEggAAgAGTCTTCCTTTACgTAATacttgaagaagtegtgcet
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACEgTAATgtagecttcgggcatgge
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACgTAATaagatggtgegcetectgg
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACEgTAATagttgccgtegtecttga
gAggAgggCAgCAAACEggAAgASTCTTCCTTTACgTAAT caccteggegegggtctt
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACEgTAATagggtgtcgecctcgaac
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACEgTAATtcagetcgatgeggttca
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACEgTAAT ctecttgaagtcgatgec
gAggAgggCAgCAAACEggAAgASTCTTCCTTTACEgTAATtgccccaggatgttgecg
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACEgTAATgtagttgtactccaget
gAggAgggCAgCAAACEggAAgASTCTTCCTTTACgTAATgatatagacgttgtggcet
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACETAATtcttctgcttgteggee
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACEgTAATtgaagttcaccttgatge
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACETAAT ctegatgttgtggeggat
gAggAgggCAgCAAACEggAAgASTCTTCCTTTACEgTAATgCgagetgcacgcetgeeg
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACETAATgttctgctggtagtggt
gAggAgggCAgCAAACEggAAgAGTCTTCCTTTACEgTAATggggccgtecgecgatggg
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACETAATggttgtcgggcageage
gAggAgggCAgCAAACEggAAgAGTCTTCCTTTACEgTAAT cggactggtagctcaggt
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACEgTAATgttggggtctttgctcag
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACgTAATaccatgtgatcgegette
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACEgTAAT cggtcacgaactccagea
gAggAgggCAgCAAACEEgAAgASTCTTCCTTTACEgTAATgccgagagtgatcecgge
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACEgTAATtacttgtacagctegtce
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Accession: NM_008077.3

Probe Sequence
GGCGAAGGAGTGGAAGATGCCAAAAGCTCAGTCCATCCTCETAAATCCTCATCAATCATC
GGATCCGCTCCCGCGTTCGAGGAAgCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE
GTAGGGCGCAGGTTGGTAGTATAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
TGGGCTACGCCACACCAAGTATAAGCATTCTTTCTTgAggAgggCAgCAAACEggAAgAE
AGGCCCAGTTTTCTGGTGCATCAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
TTGGTCCTTTGTAAGAAGCCACAAGCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE
AGACGACTCTTCTCTTCCAGGCAAAECTCAgTCCATCCTCETAAATCCTCATCAATCATC
GAGGACTGCCTCTCCCTGAAGGAAGCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE
TTTTCACAGGAAAGCAGGTTCTAAAgCTCAETCCATCCTCEGTAAATCCTCATCAATCATC
GTGCGCCGGAAGCGGGCACCCTAAgCATTCTTTCTTgAggAgegCAgCAAACEggAAgAE
AACAGGTTGGAGAAGTCGGTCTAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
CCGTTCTTAGCTGGAAGCAGATAAgCATTCTTTCTTgAggAgggCAgCAAACEggAAgAE
AAGAACTGCGCAGTTTGCTCCTAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
TAGTTGAGGAGTATGTCTACCAAAGCATTCTTTCTTgAggAgggCAgCAAACgggAAgAE
GAGCGATCAAATGTCTTGCGGAAAAGCTCAETCCATCCTCETAAATCCTCATCAATCATC
TGTGGGTGGTGGAAATCCAGAAAAGCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE
CCTTCCATGCCTTCCAGCAACTAAAgCTCAGTCCATCCTCETAAATCCTCATCAATCATC
TCGGGGTGGTCAGACAGCTCCAAAGCATTCTTTCTTgAggAgggCAgCAAACgggAAgAg
TCAACCAGGATCTGCTCCAGAGAAAGCTCAGTCCATCCTCgTAAATCCTCATCAATCATC
CGAACCCCGTACTTCAGGGTGTAAgGCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE
TTGAAAAATCGAGGGTGACCTGAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
CCAATGATATCCAAACCAGTAGAAgECATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE
GATGTCAGCCATTCACCAGCTAAAAgCTCAGTCCATCCTCETAAATCCTCATCAATCATC
TCATATGTGAACATATTGGTATAAgCATTCTTTCTTgAggAgegCAgCAAACEggAAgAE
ATGAGAACAAACACGGGTGCAAAAAGCTCAETCCATCCTCETAAATCCTCATCAATCATC
TCTCTCATCTTCTTAAGAGTAAAACATTCTTTCTTgAggAgeggCAgCAAACEggAAgAE
TCTTTATTTGACCATCCAACGAAAACTCAETCCATCCTCETAAATCCTCATCAATCATC
GCTCCCCCAGGAGAAAATATCCAAgCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE
ATGATGCTGTACATATTGGATAAAAgCTCAETCCATCCTCETAAATCCTCATCAATCATC
ACTTCTGGGAAGTACTTGTAACAAGCATTCTTTCTTgAggAgggCAgCAAACgggAAgAE
ACAGCCGCCATGCCTTTTGTCTAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
TGTTCTGAGGTGAAGAGGACCAAAGCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE
GCTTTCTTTATGGAATAGTGACAAACTCAETCCATCCTCETAAATCCTCATCAATCATC
TTGTCGGTTCCAAAGCCAAGCGAAGCATTCTTTCTTgAggAgggCAgCAAACEggAAgAE
TCATTGCACTTTATCAAAATCAAAAGCTCAGTCCATCCTCETAAATCCTCATCAATCATC
TCTAAATCAGCCGGAATTATCTAAgCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE
TGTTTGGCATCAAGAATTTTTGAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
GCATTGACATAAAGGGGAACATAAGCATTCTTTCTTgAggAgggCAgCAAACgggAAgAE
CCGTAAACAGTCGTGCCTGCGGAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
TCCGCAATTTCCTGGATTGGATAAgCATTCTTTCTTgAggAgegCAgCAAACEggAAgAE
CAAAGGTTGTATTTCTCACATAAAAgCTCAGTCCATCCTCETAAATCCTCATCAATCATC
CCACCACCCCAGGCAGCATCCAAAGCATTCTTTCTTgAggAgggCAgCAAACEggAAgAE
CGGTGCTTCCGGGACATGAGCAAAAGCTCAGTCCATCCTCETAAATCCTCATCAATCATC
TTGGCCCTTTCTATGCCGCTGAAAgCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE
TTGTGAGGGTTCCAGGTGACTGAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
GCAGAGCACTGGAGCAGCACGCAAgCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE
ATACCCTTTTCCTTGACCAGAAAAAGCTCAGTCCATCCTCETAAATCCTCATCAATCATC
CCTGCACACATCTGGTTGCATCAAgCATTCTTTCTTgAggAgggCAgCAAACgggAAgAE
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Accession: NM_007393.3
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Probe Sequence
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAggaatacagcccggggagcatc
CCTCgTAAATCCTCATCAATCATCCAETAAACCgCCAAcacccacataggagtccttctg
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAcaatggggtacttcagggtcag
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAggtgccagatcttctccatgtc
CCTCgTAAATCCTCATCAATCATCCAETAAACCgCCAAtcatcttttcacggttggectt
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAtggctacgtacatggctggggt
CCTCgTAAATCCTCATCAATCATCCAETAAACCgCCAAcaatgcectgtggtacgaccaga
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAACcctcgtagatgggcacagtgtg
CCTCgTAAATCCTCATCAATCATCCAETAAACCgCCAAatcttcatgaggtagtctgtca
CCTCgTAAATCCTCATCAATCATCCAETAAACCgCCAAatttccctctcagetgtggtgg
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAtcgaagtctagagcaacatage
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAtagctcttctccagggaggaag
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAcggaaccgctcgttgeccaatag
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAcaggattccatacccaagaagg
CCTCgTAAATCCTCATCAATCATCCAETAAACCgCCAAtcaacgtcacacttcatgatgg
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAgtggtaccaccagacagcactg
CCTCgTAAATCCTCATCAATCATCCAETAAACCgCCAAagagcagtaatctecttctgea
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAALttgcgctcaggaggagcaatga
CCTCgTAAATCCTCATCAATCATCCAETAAACCgCCAAaaggtggacagtgaggccagga
CCTCgTAAATCCTCATCAATCATCCAETAAACCgCCAAgaggggccggactcatcgtact
gAggAgeggCAgCAAACEggAAgAgTCTTCCTTTACETTgegeagegatategtcatccat
gAggAgeggCAgCAAACEggAAgAgTCTTCCTTTACgT Tecatteccaccatcacaccctg
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACgT Ttacctctcttgetetgggectc
gAggAgeggCAgCAAACEggAAgAgTCTTCCTTTACET Teccagttggtaacaatgecatg
gAggAgeggCAgCAAACEggAAgAETCTTCCTTTACg T Tcacgcagctcattgtagaaggt
gAggAgeggCAgCAAACEggAAgAETCTTCCTTTACETTtgaaggtctcaaacatgatctg
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACg T Tcatacagggacagcacagectg
gAggAgegCAgCAAACEggAAgAgTCTTCCTTTACETTtgaccccgtctecggagtcecat
gAggAgeggCAgCAAACEggAAgAgTCTTCCTTTACETTggatggcegtgagggagagcata
gAggAgeggCAgCAAACEggAAgAgTCTTCCTTTACgTTaagcetgtagecacgeteggtca
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACgTTagcttctctttgatgtcacgea
gAggAgeggCAgCAAACEggAAgAgTCTTCCTTTACETTgatgecggeagtggcecatctect
gAggAgeggCAgCAAACEggAAgAETCTTCCTTTACgTTatgacctggecgtcaggeagcet
gAggAgeggCAgCAAACEggAAgAETCTTCCTTTACETTggctggaaaagagectcagggce
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACETTttgaatgtagtttcatggatge
gAggAgegCAgCAAACEggAAgAgTCTTCCTTTACETTttggcatagaggtctttacgga
gAggAgeggCAgCAAACEggAAgAgTCTTCCTTTACET T Tetgtcageaatgectgggtaca
gAggAgeggCAgCAAACEggAAgAgTCTTCCTTTACET Tttgatcttcatggtgctaggag
gAggAgeggCAgCAAACEggAAgAgTCTTCCTTTACgTTgagecaccgatccacacagagt
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACETTtgcttgetgateccacatetget
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACgTTtagaagcacttgeggtgcacga
gAggAgggCAgCAAACEggAAgAgTCTTCCTTTACgTTtagaagcacttgeggtgcacga
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Accession: NM_001109752.1

DLG4 B12

DLG4B14

DLG4 B16

DLG4B18

DLG4 B110
DLG4 B1 12
DLG4 B1 14
DLG4 B1 16
DLG4B118
DLG4 B1 20
DLG4 B1 22
DLG4 B1 24
DLG4 B1 26
DLG4 B1 28
DLG4 B1 30
DLG4B21

DLG4B23

DLG4 B2 5

DLG4B27

DLG4B29

DLG4B211
DLG4 B2 13
DLG4 B2 15
DLG4 B2 17
DLG4 B2 19
DLG4 B2 21
DLG4 B2 23
DLG4 B2 25
DLG4 B2 27
DLG4 B2 29

Probe Sequence
GGGCTGTGTTCCAGAGGGGGCGAAGCATTCTTTCTTgAggAgggCAGCAAACEEgAAgAE
GTGTCCGTGTTGACAATCACAGAAGCATTCTTTCTTgAggAgggCAgCAAACEEEAAgAE
TCCTCATACTCCATCTCCCCCTAAGCATTCTTTCTTgAggAgggCAZCAAACEEgAAgAE
GTGCCACCTGCGATGCTGAAGCAAGCATTCTTTCTTgAggAgegCAgCAAACEEEAABAE
GGAATGATCTTGGTGATAAAGAAAGCATTCTTTCTTgAggAgggCAZCAAACEEEAAgAE
AACAGGATGCTGTCGTTGACCCAAgCATTCTTTCTTgAggAgggCAgCAAACEEgAAGAS
AGGGCCTCCACTGCAGCTGAATAAGCATTCTTTCTTgAggAgggCAgCAAACEEEAAEAE
GCTGGGGGTTTCCGGCGCATGAAAGCATTCTTTCTTgAggAgggCAgCAAACEEEAAGAE
CTGAAGCCAAGTCCTTTAGGCCAAgCATTCTTTCTTgAggAgggCAgCAAACEEEAAgAE
ACGTAGATGCTATTATCTCCAGAAgCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAS
CCGATCTGCAACCTGCCATCCTAAgCATTCTTTCTTgAggAgggCAZCAAACEEEAAEAS
TCCTCATGCATGACATCCTCTAAAGCATTCTTTCTTgAggAgggCAgCAAACEEgEAAgAE
TTGGCCACCTTTAGGTACACAAAAGCATTCTTTCTTgAggAgggCAZCAAACEEEAAEAS
GAGGTTGTGATGTCTGGGGGAGAAGCATTCTTTCTTgAggAgegCAgCAAACEEEAAgAE
TCGGTGCCCAAGTAGCTGCTATAAgCATTCTTTCTTgAggAgggCAZCAAACEEEAAEAS
TCTTCATCTTGGTAGCGGTATTAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
GGAGAATTGGCCTGGTTGGGGAAAAGCTCAgTCCATCCTCEGTAAATCCTCATCAATCATC
GTTCCGTTCACATATCCTGGGGAAAGCTCAgTCCATCCTCETAAATCCTCATCAATCATC
AGACCTGAGTTACCCCTTTCCAAAAgCTCAGTCCATCCTCEGTAAATCCTCATCAATCATC
GATGGGTCGTCACCGATGTGTGAAAGCTCAGTCCATCCTCETAAATCCTCATCAATCATC
AGGCGGCCATCCTGGGCTGCAGAAAGCTCAGTCCATCCTCEGTAAATCCTCATCAATCATC
GTCACCTCCCGGACATCCACTTAAAgCTCAGTCCATCCTCETAAATCCTCATCAATCATC
TAGAGGCGAACGATGGAACCCGAAAGCTCAGTCCATCCTCETAAATCCTCATCAATCATC
TTGATAAGCTTGATCTCTATGAAAAgCTCAGTCCATCCTCETAAATCCTCATCAATCATC
ATGTGCTGGTTCCCAACGCCCCAAAGCTCAgTCCATCCTCETAAATCCTCATCAATCATC
TGGGCAGCGCCTCCTTCGATGAAAAgCTCAGTCCATCCTCETAAATCCTCATCAATCATC
CCCACACTGTTGACCGCCAGGAAAAGCTCAGTCCATCCTCETAAATCCTCATCAATCATC
TCATATGTGTTCTTCAGGGCTGAAAGCTCAETCCATCCTCETAAATCCTCATCAATCATC
TAGCTGTCACTCAGGTAGGCATAAAGCTCAgTCCATCCTCGTAAATCCTCATCAATCATC
CTGATCTCATTGTCCAGGTGCTAAAGCTCAGTCCATCCTCETAAATCCTCATCAATCATC
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Camk2aiso2 1

Camk2a iso2 2

Camk2aiso2 3

Camk2a iso2 4

Camk2aiso2 5

Camk2a iso2 6

Camk2aiso2 7

Camk2a iso2 8

Camk2aiso2 9

Camk2a iso2 10
Camk2aiso2 11
Camk2aiso2 12
Camk2aiso2 13
Camk2aiso2 14
Camk2a iso2 15
Camk2a iso2 16
Camk2aiso2 17
Camk2a iso2 18
Camk2a iso2 19
Camk2a iso2 20
Camk2aiso2 21
Camk2a iso2 22
Camk2a iso2 23
Camk2a iso2 24
Camk2a iso2 25
Camk2a iso2 26
Camk2a iso2 27
Camk2a iso2 28
Camk2a iso2 29
Camk2a iso2 30
Camk2aiso2 31
Camk2a iso2 32
Camk2a iso2 33
Camk2a iso2 34
Camk2a iso2 35
Camk2a iso2 36
Camk2a iso2 37
Camk2a iso2 38
Camk2a iso2 39
Camk2a iso2 40
Camk2a iso2 41
Camk2a iso2 42
Camk2a iso2 43
Camk2a iso2 44
Camk2a iso2 45
Camk2a iso2 46
Camk2a iso2 47
Camk2a iso2 48

Probe Sequence
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEAACGGGTGCAGGTGATGGTAGCCA
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAATCCTCAAAGAGCTGGTACTCTT
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEAAACAGAGAAGGCTCCCTTTCCCA
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAACCAGCCAGCACCTTCACACACC
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEAAATAATCTTGGCAGCATACTCCT
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAATGATCTCTGGCTGAAAGCTTCT
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEAACGGGCCTCACGCTCCAGCTTCT
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAATATTGGGGTGCTTCAACAAGC
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEGAAGAGATGCTGTCATGGAGTCGGA
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAATCGAAGATAAGGTAGTGGTGCC
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEAAAACAGTTCCCCACCAGTAACCA
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAACTGTAATACTCCCGGGCCACAA
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEAAATACAGTGGCTGGCATCAGCTT
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAACAGTGTAGCACAGCCTCCAAGA
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEGAACGATGCACCACCCCCATCTGGT
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAGCCAGCAACAGATTCTCAGGCT
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEAAACAGCAGCGCCCTTGAGCTTCG
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAATCTATGGCCAGGCCAAAGTCTG
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEAACATGCCTGCTGCTCCCCCTCCA
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAAGGTATCCAGGTGTCCCTGCGA
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEGAATCCTTCCTCAGCACTTCTGGGG
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAGCCCACAGGTCCACGGGCTTCC
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEAAAAGATATACAGGATGACGCCAC
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAATCATCCCAGAACGGGGGATACC
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEGAATGCTGGTACAGGCGATGCTGGT
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAGATGGGAAATCATAGGCACCAG
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEGAAGGGGTGACGGTGTCCCATTCTG
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAAGCATCTTATTGATCAGATCCT
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEAAATGCGTTTGGACGGGTTGATGG
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAACATGGGTGCTTGAGAGCCTCAG
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEAAGCCACGGTGGAGCGGTGCGAGA
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAATCCACGGTCTCCTGTCTGTGCA
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEAACTGGCATTGAACTTCTTCAGGC
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAGTGGTGAGGATGGCTCCCTTCA
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEGAAGAGAAGTTCCTGGTGGCCAGCA
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAATTCTTCTTGTTTCCTCCGCTCT
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEGAATCAGAAGATTCCTTCACACCAT
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAATCTTCGTCCTCAATGGTGGTGT
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEAAATTTCCTGTTTGCGCACTTTGG
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAGCTTCGATCAGCTGCTCTGTCA
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEAAGACTCAAAGTCTCCATTGCTTA
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAGTCATTCCAGGGTCGCACATCT
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEAACCCAGGGCCTCTGGTTCAAAGG
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAACGATGAAAGTCCAGGCCCTCCA
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEAAGACCACAGGTTTTCAAAATAGA
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAATGGTGGTGTGCACGGGCTTGC
gAggAgggCAgCAAACEgggAAgAETCTTCCTTTACEGAAATCAGGTGGATGTGAGGGTTCA
CCTCgTAAATCCTCATCAATCATCCAETAAACCECCAAATATAGGCGATGCAGGCTGACT

Initiator
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2
B1
B2



Accession Number

mCherry 2C 1
mCherry 2C3
mCherry 2C5
mCherry 2C7
mCherry 2C9
mCherry 2C 11
mCherry 2C 13
mCherry 2C 15
mCherry 2C 17
mCherry 2C 19
mCherry 2C 21
mCherry 2C 23
mCherry 2C 2
mCherry 2C4
mCherry 2C 6
mCherry 2C 8
mCherry 2C 10
mCherry 2C 12
mCherry 2C 14
mCherry 2C 16
mCherry 2C 18
mCherry 2C 20
mCherry 2C 22
mCherry 2C 24

Probe Sequence
cttcttcaccttttgaaaccatAAgCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAS
ccatatgaactttaaatctcatAAgCATTCTTTCTTgAggAgggCAgCAAACEggAAgAE
cttcaccttcaccttcaatttcAAgCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAS
cacctttagtaactttcaatttAAgCATTCTTTCTTgAggAgggCAgCAAACEEEAAgAE
catacataaattgtggtgacaaAAgCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE
ttaaataatctggaatatcagcAAgCATTCTTTCTTgAggAgggCAgCAAACEEEAAEAE
tcaaaattcataactctttcccAAgCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE
ctctcaatttaactttataaatAAgCATTCTTTCTTgAggAgggCAgCAAACEggAAgAE
ccatagtttttttttgcataacAAgCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE
tcaatctttgtttaatttcaccAAgCATTCTTTCTTgAggAgggCAgCAAACEggAAgAE
taatattaacattataagcaccAAgCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAS
tttcatattgttcaacaatagtAAgCATTCTTTCTTgAggAgggCAgCAAACEggAAgAE
attctttaataatagccatattAAAgCTCAgTCCATCCTCGTAAATCCTCATCAATCATC
attcatgaccattaactgaaccAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
cagtttgagtaccttcatatggAAAgCTCAgTCCATCCTCGTAAATCCTCATCAATCATC
tatcccaagcaaatggtaatggAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
gatgtttaacataagcttttgaAAAgCTCAgGTCCATCCTCETAAATCCTCATCAATCATC
ttaaaaccttctggaaatgacaAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
gagtaacagtaacaacaccaccAAAgCTCAgGTCCATCCTCETAAATCCTCATCAATCATC
gaccatctgatggaaaattagtAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
ttctttctgatgaagcttcccaAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
gtaattgaactggttttttagcAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
tcattatgtgaagtaatatccaAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
atttatataattcatccataccAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC

Initiator
B1
B1
B1
B1
B1
B1
B1
B1
B1
B1
B1
B1
B2
B2
B2
B2
B2
B2
B2
B2
B2
B2
B2
B2



Accession

DLG4 ShHCR mis 1

DLG4 ShHCR mis 3

DLG4 ShHCR mis 5

DLG4 ShHCR mis 7

DLG4 ShHCR mis 9

DLG4 ShHCR mis 11
DLG4 ShHCR mis 13
DLG4 ShHCR mis 15
DLG4 ShHCR mis 17
DLG4 ShHCR mis 19
DLG4 ShHCR mis 21
DLG4 ShHCR mis 23
DLG4 ShHCR mis 25
DLG4 ShHCR mis 27
DLG4 ShHCR mis 29
DLG4 ShHCR mis 2

DLG4 ShHCR mis 4

DLG4 ShHCR mis 6

DLG4 ShHCR mis 8

DLG4 ShHCR mis 10
DLG4 ShHCR mis 12
DLG4 ShHCR mis 14
DLG4 ShHCR mis 16
DLG4 ShHCR mis 18
DLG4 ShHCR mis 20
DLG4 ShHCR mis 22
DLG4 ShHCR mis 24
DLG4 ShHCR mis 26
DLG4 ShHCR mis 28
DLG4 ShHCR mis 30

Probe Sequence
AATACCGCTACCAAGATGAAGAAAAGCTCAGTCCATCCTCEGTAAATCCTCATCAATCATC
TCCCCAACCAGGCCAATTCTCCAAAGCTCAgTCCATCCTCETAAATCCTCATCAATCATC
CCCCAGGATATGTGAACGGAACAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
TGGAAAGGGGTAACTCAGGTCTAAAgCTCAgTCCATCCTCEGTAAATCCTCATCAATCATC
CACACATCGGTGACGACCCATCAAAGCTCAGTCCATCCTCEGTAAATCCTCATCAATCATC
CTGCAGCCCAGGATGGCCGCCTAAAgCTCAgTCCATCCTCETAAATCCTCATCAATCATC
AAGTGGATGTCCGGGAGGTGACAAAGCTCAGTCCATCCTCETAAATCCTCATCAATCATC
CGGGTTCCATCGTTCGCCTCTAAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC
TCATAGAGATCAAGCTTATCAAAAAgCTCAGTCCATCCTCEGTAAATCCTCATCAATCATC
GGGGCGTTGGGAACCAGCACATAAAgCTCAgTCCATCCTCgTAAATCCTCATCAATCATC
TCATCGAAGGAGGCGCTGCCCAAAAGCTCAGTCCATCCTCEGTAAATCCTCATCAATCATC
TCCTGGCGGTCAACAGTGTGGGAAAGCTCAgTCCATCCTCETAAATCCTCATCAATCATC
CAGCCCTGAAGAACACATATGAAAAECTCAgTCCATCCTCETAAATCCTCATCAATCATC
ATGCCTACCTGAGTGACAGCTAAAAGCTCAGTCCATCCTCETAAATCCTCATCAATCATC
AGCACCTGGACAATGAGATCAGAAAGCTCAGTCCATCCTCETAAATCCTCATCAATCATC
CGCCCCCTCTGGAACACAGCCCAAGCATTCTTTCTTgAggAgegCAgCAAACEEgAAgAS
CTGTGATTGTCAACACGGACACAAGCATTCTTTCTTgAggAgegCAgCAAACEEgAAgAE
AGGGGGAGATGGAGTATGAGGAAAgCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE
GCTTCAGCATCGCAGGTGGCACAAGCATTCTTTCTTgAggAgggCAgCAAACEEgAAEAE
TCTTTATCACCAAGATCATTCCAAgCATTCTTTCTTgAggAgggCAgCAAACEEEAAgAE
GGGTCAACGACAGCATCCTGTTAAGCATTCTTTCTTgAggAgggCAgCAAACEEEAAgAE
ATTCAGCTGCAGTGGAGGCCCTAAgCATTCTTTCTTgAggAgegCAgCAAACEggAAgAE
TCATGCGCCGGAAACCCCCAGCAAGCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE
GGCCTAAAGGACTTGGCTTCAGAAGCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE
CTGGAGATAATAGCATCTACGTAAgCATTCTTTCTTgAggAgggCAgCAAACEEgAAEAE
AGGATGGCAGGTTGCAGATCGGAAGCATTCTTTCTTgAggAgggCAgCAAACEggAAgAE
TAGAGGATGTCATGCATGAGGAAAGCATTCTTTCTTgAggAgggCAgCAAACEggAAgAE
TTGTGTACCTAAAGGTGGCCAAAAgCATTCTTTCTTgAggAgegCAgCAAACEggAAgAS
CTCCCCCAGACATCACAACCTCAAGCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE
ATAGCAGCTACTTGGGCACCGAAAGCATTCTTTCTTgAggAgggCAgCAAACEEgAAgAE

Initiator
B2
B2
B2
B2
B2
B2
B2
B2
B2
B2
B2
B2
B2
B2
B2
B1
Bl
B1
B1
B1
B1
B1
Bl
B1
B1
B1
Bl
B1
Bl
B1



Probe Name
UBC

EEF2

Oligonucleotide Sequence

atggtcttaccagtcagagt
gacattctcgatggtgtcac
gggatgccttecttatcttg
atcttccagctgttttccag
cagtgagtgtcttcacgaag
tcctggatctttgetttgac
cagggtagactctttctgga
cttcacgaagatctgcatcc
tcttggatctttgecttgac
cagtgagtgtcttcacgaag
tgacgttctcgatagtgtca
tccttgtcttggatctttge
cagggtagactctttctgga
cttcacgaagatctgcatcc
agagtgatggtcttaccagt
tcttggatctttgecttgac
cttcacgaagatctgcatcc
agagtgatggtcttaccagt
tcttggatctttgecttgac
tgtttcccagcaaagatcaa
cttcacgaagatctgcatcc
agagtgatggtcttaccagt
tcttggatctttgecttgac
tgtttcccagcaaagatcaa
cttcacgaagatctgcatcc
agagtgatggtcttaccagt
tcttggatctttgecttgac
tgtttcccagcaaagatcaa
gacattctcgatggtgtcac
gggatgccttecttatcttg
tgtttcccagcaaagatcaa
agagtggactctttctggat
atctggtctaccgtgaagtt
ttggccttcttgtccatgat
gtatcagtgaagcgtgtctc
ttgacttgatggtgatgcaa
ctcgtagaagagggagatgg
tccttgetctgettgatgaa
gggagtcaatgaggttgatg
cggtccatcttgttcatcat
gtggagatgatgacgttcac
gtaccgaggacaggatcgat
caaactgcttcagggtgaag
aacttggccacatacatctc
atgtcctctactttcttggc
ttcatgatcgcatcaaacac

Sequence Name
hUBC_1
hUBC_2
hUBC_3
hUBC_4
hUBC_5
hUBC_6
hUBC_7
hUBC_8
hUBC_9
hUBC_10
hUBC_11
hUBC_12
hUBC_13
hUBC_14
hUBC_15
hUBC_16
hUBC_17
hUBC_18
hUBC_19
hUBC_20
hUBC_21
hUBC_22
hUBC_23
hUBC_24
hUBC_25
hUBC_26
hUBC_27
hUBC_28
hUBC_29
hUBC_30
hUBC_31
hUBC_32
hEEF2_1
hEEF2_2
hEEF2_3
hEEF2_4
hEEF2_5
hEEF2_6
hEEF2_7
hEEF2_8
hEEF2_9
hEEF2_10
hEEF2_11
hEEF2_12
hEEF2_13
hEEF2_14



USF2

TOP2A

gtccagtttgatgtccagtt
gatggtgatcatctgcaaca
tttggggtcacagcttttaa
gtagaaccgacctttgtcgg
ccatgatcctgaccttcagg
ttcttcccaggggtatagtt
tctggattggcttcaggtag
ggcccatcatcaagattgtt
gtcttcaccaggaactggtc
ctgacgctgaacttcatcac
atgatatgctctcccgactc
gactcttcactgaccgtctc
cttcatgtacagccggttgt
tcgectttatcgatgtectc
tgatgtcggtgaggatgttg
cactgtccttgatctegttg
gtcagcacactggcatagag
atctccacaaggtagatggg
ggatccagacccgggtccag
tactggatgttgtggtcgcec
catttgtctctgtgcggaac
attttggatcacagcctgtc
gactgccaccattgctgaag
ctgggaaataggcaaatcgt
gacacagccgtagtatctcc
gtctgaagcacatcctgggg
ggcgatcgtectctgtgttc
tggttccatcaatttttgga
ttctectctcatcteggggt
ctccacttcgttgtgctggg
cagttgttgatcttgtcect
gattttcgaaagctggacga
gttgtctgcgttacagtctg
ggccttggacaggatccctc
cgcaactcccggatgtaatc
ctgcatgcgctggttggtct
gctcggectctttgaaggte
agctcgttgtccatctgcag
caccatctccaggttgtgct
tgtatccacagaaatgcatt
ggaggataccgtttccaagt
gtgagaccactagaagtgcc
cataggtccaggccccgggt
cagggacccagaaacaagag
gggccagtttattgcagtta
ctgggcggagcaaaatatgt
tcttcatcgtaaacccacat

hEEF2_15
hEEF2_16
hEEF2_17
hEEF2_18
hEEF2_19
hEEF2_20
hEEF2_21
hEEF2_22
hEEF2_23
hEEF2_24
hEEF2_25
hEEF2_26
hEEF2_27
hEEF2_28
hEEF2_29
hEEF2_30
hEEF2_31
hEEF2_32
usf2_withUTR_1
usf2_withUTR_2
usf2_withUTR_3
usf2_withUTR_4
usf2_withUTR_5
usf2_withUTR_6
usf2_withUTR_7
usf2_withUTR_8
usf2_withUTR_9
usf2_withUTR_10
usf2_withUTR_11
usf2_withUTR_12
usf2_withUTR_13
usf2_withUTR_14
usf2_withUTR_15
usf2_withUTR_16
usf2_withUTR_17
usf2_withUTR_18
usf2_withUTR_19
usf2_withUTR_20
usf2_withUTR_21
usf2_withUTR_22
usf2_withUTR_23
usf2_withUTR_24
usf2_withUTR_25
usf2_withUTR_26
usf2_withUTR_27
hTOP2A_CDS_1
hTOP2A_CDS_2



NEAT1

ccggatcaattgtgactcta
ccttttccattattccatat
agaagttaggagctgtccaa
ccagcaatatcatatgctct
ttactggcagtttatttcca
tgttgatccaaagctcttgg
aactggacttgggccttaaa
atcattggcatcatcgagtt
gtcaggataagcgtacactc
ggaaaaccccatatttgtct
tttcttgtactgaagaccca
ttggtcctgatctgtcataa
ctccagaaaacgatgtcgca
gttaaccattcctttcgatc
agctaattgggcaaccttta
atgtatcgtggactagcaga
acgctggttgtcatcatata
ttcttctccatccatcaaac
cccttgaagttcttgtaact
tatgagaggaggtgtcttct
tgtatggtattccctatagt
tcagtttagcagattcagca
cttcacaggatccgaatcat
gtggaatgactctttgacca
tgctcctatctgattctgaa
agtggaggtggaagactgac
aattcaaagctggatccctt
caggatcaggcttttgagag
cttggatttcttgcttgtga
tatggaagtcatcactctcc
gacctagtctccttgccaag
ggatattttccatgcagect
acaagttgaagattagccct
ccttggtctggaaaaaaagg
cgagctaagttcagttccac
ggccgagcgaaaattacata
cctgtcaaacatgctaggtg
actgccacctggaaaataaa
gtgagctcacaagaagagtt
accagatgaccaggtaatgt
cggtccatgaagcatttttg
tcgccatgaggaacactata
aatctgcaggcatcaattga
cctggaaacagaacattgga
gcatctgctgtggacttttt
ggctctggaacaagcattta
tgcagcatctgaaaaccttt

hTOP2A_CDS_3
hTOP2A_CDS_4
hTOP2A_CDS_5
hTOP2A_CDS_6
hTOP2A_CDS_7
hTOP2A_CDS_8
hTOP2A_CDS_9
hTOP2A_CDS_10
hTOP2A_CDS_11
hTOP2A_CDS_12
hTOP2A_CDS_13
hTOP2A_CDS_14
hTOP2A_CDS_15
hTOP2A_CDS_16
hTOP2A_CDS_17
hTOP2A_CDS_18
hTOP2A_CDS_19
hTOP2A_CDS_20
hTOP2A_CDS_21
hTOP2A_CDS_22
hTOP2A_CDS_23
hTOP2A_CDS_24
hTOP2A_CDS_25
hTOP2A_CDS_26
hTOP2A_CDS_27
hTOP2A_CDS_28
hTOP2A_CDS_29
hTOP2A_CDS_30
hTOP2A_CDS_31
hTOP2A_CDS_32
NEAT1 1
NEAT1 2
NEAT1_3
NEAT1_4
NEAT1_5
NEAT1_6
NEAT1_7
NEAT1_8
NEAT1_9
NEAT1_10
NEAT1_11
NEAT1_12
NEAT1_13
NEAT1 14
NEAT1_15
NEAT1_16
NEAT1_17



accggaggctcaatttagaa
caaggttccaagcacaaaac
acagcttagggatcttcttg
tggcatcaacgttaaaatgt
tctacaaggcatcaatctge
aagaacttctccgagaaacg
gccccaagttatttcatcag
gcgtttagcacaacacaatg
ggaatgaccaacttgtaccc
caatgcccaaactagacctg
tcctagtaatctgcaatgea
agcaagaacaaaagagcact
ggtcctcttactagaatgcec
ctgtgtcacctgttttcagt
cctttggttctcggaaaact
agctggtaaagacatttccc
ctctgaaacaggctgtcttg
gcccatctttcaagtgacta
aaccacctaagttgctaagg
tcgtcttaagtggtccectta
atccagaagagcccatctaa
acctgtgacaaatgaggaac
agatgtgtttctaaggcacg
acagtgaccacaaaaggtta
agcaaaggtacatggattct
cagggttttcagatcacaca
ccccaagtcattggttaaga
tcccaacgacagtaattgtt
cccatacatgcgtgactaat
caacagcatacccgagacta
acagagcaacataccagtac

NEAT1_18
NEAT1_19
NEAT1_20
NEAT1_21
NEAT1_22
NEAT1_23
NEAT1_24
NEAT1_25
NEAT1_26
NEAT1_27
NEAT1_28
NEAT1_29
NEAT1_30
NEAT1_31
NEAT1_32
NEAT1_33
NEAT1_34
NEAT1_35
NEAT1_36
NEAT1_37
NEAT1_38
NEAT1_39
NEAT1_40
NEAT1_41
NEAT1_42
NEAT1_43
NEAT1_44
NEAT1_45
NEAT1_46
NEAT1_47
NEAT1_48



